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1141 ctgcaggcat acactgaagt gaaaactgtc 1 caaattacag GGTCAACTGC TATGATGTGT TTGGAGCCCA GTCACCCTTT GGTGGCTACA
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ALDH2-1 101 5" - GCAGGCATAC ACTGAAGTGA AAACTGTGAG TGTGGCC -3’

Normal primer 3 - « « « (Ottcact tttgacactc acacc -b’

ALDH2-1 101 5 - GCAGGCATAC ACTGIAAGTGA AAACTGTGAG TGTGGCC -3’

Mutant primer 3 - x [ttcact tttgacactc acacc -b’
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Normal primer 3'- x Cttcact tttgacactc acacc -5’

ALDH2-2 101 5 — GCAGGCATAC ACTAAAGTGA AAACTGTGAG TGTGGCC -3’

Mutant primer 3 - « « « [ttcact tttgacactc acacc -bH’
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